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RSAT	  improvements	  over	  the	  years	  



RSAT	  in	  a	  nutshell	  

User-friendly interface
Manuals
Demos

Applications
ChIP-seq peaks
Co-expression clusters
Phylogenetic footprints
Regulatory variations

	  

Tasks
Sequence retrieval
de novo motif discovery
Pattern matching
Motif comparison
Vizualisation



Programmatic access
Public SOAP Web services
Stand-alone (command-line)




de novo Motif discovery 

Transcriptomic data Epigenomic data 
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Map	  of	  the	  tools	  



Common	  RSAT	  procedure	  

1.	  Get	  sequences	  

2.	  Run	  the	  analysis	  

3.	  Visualiza:on	  



Using	  RSAT	  

Expandable	  menus	  

2.	  Run	  the	  analysis	  

3.	  Visualiza:on	  

Help:	  tutorials,	  forum	  

Informa:on:	  publica:ons,…	  



RSAT	  Web	  forms	  

Tool	  name	  
Tool	  descrip:on	  

Tool	  parameters	  

Output	  

Go	  buSon	  (launches	  the	  analysis)	  
Demo	  buSon	  (fill	  in	  the	  form	  for	  test	  
purposes)	  

Help	  



Accessing	  RSAT	  
Public	  servers	  

http://rsat.eu 



Learning	  how	  to	  use	  RSAT	  



Learning	  how	  to	  use	  RSAT	  

Training	  material	  on	  GitHub	  


